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DNA BASED DETECTION AND QUANTIFICATION
OF GMOs
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MULTIPLEX QUANTIFICATION WITH ddPCR
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WHAT ABOUT UNAUTHORISED GMOs?
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More on novel approaches

for detection and
qguantification of GMOs
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RBSTRACT Food and feed pmauasmamumrymodm Grganiams (GMO), need to be labelled in Te Buropean Union (EU). The labelling threshold & set at 0.9 % for
GMOs per MOz, standard PCR assays and screening strategies are no longer cost-efiective. Therefore, multiplex
droplet digial PCR (44PCR) menﬂmgdlmqmﬂ!ﬂaﬂm f 12 GM matze and 11 GM soybean lines authorisad tn EU fn just four reactions, were developed. However, with
in feed products, the possibility unknown GMOs (UGMOs) is also on the
rise, Thuz, we developed a novel gene-waliding (GW) tachnology coupled with NGS called amplification of linear-eniched fragments (ALF), for which the proof of principle was
shown on a complex sample, containing four GMOs of different concentrations. Furthermare, a first outiine of an automated, web-based analysis pipeline for identification of
UGMOs containing known screening clements has been developed. To prove the power of the designed pipeline to ideatify UGMOs, 3 complets saquence of one GMO in the sample
waz urnknown, mimicking 3 UGMO, All four GMOs in the ssmple were identified, jon of UGMO.

ddPCR approach for multiplex quantification of 12 maize and 11 GM soybean in EU authorised GM lines
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ALF: A novel genome walking for detection of unknown and unauthorised genetically modified organisms (UGMOs)

ALF WORKFLOW
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