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Mechanism for activity progression?
Rab5 module on early endosome:
cargo sorting

Rab7 module on late endosome:

cargo degradation

Hierarchical organisation of modularity

[Barabasi et al., 2002] not applicable
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Exchange

Rab5:GDP : Rab5:GTP

Hydrolysis
+ AP

K’l = (k?_l = GEF(R5))J"5 (t) = GAP‘!; : R5 (t)

GEF(Rs)rs(t) — GAPs - R (1)
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Exchange, GEF Exchange, GEF

Rab5:GDP 4 > Rab5:GTP Rab7:GTP 2 > Rab7:GDP
Hydrolysis, GAP Hydrolysis, GAP

+

Model equations

Ky — (k_l + GEE5=5(R5))T5(15) + GAP5=7(R7)R5(15)

(GEF5=5(R5))T’5(t) — GAP5,7(R?)R5(15)

Koy — (k—o + GEF; 7(R7) + GEF; 5(R5))r7(t) + GAP; 5(Rs) R1(2)

(GEF’}}’;(R?) + GEF715(R5))T’7(t) — GAP7,5(R5)R7(15)




model 2: cut-out switch

Model equations

Ky — (k_l + GEE5=5(R5))T5(15) + GAP5=7(R'7)R5(15)

(GEF5=5(R5))T’5(t) — GAP5,7(R?)R5(15)

Koy — (k—o + GEF; 7(R7) + GEF; 5(R5))r7(t) + GAP; 5(Rs) R1(2)

(GEF’}}’;(R?) + GEF';_I,:,(R,;))T’T(t) — GAP7,5(R5)R7(15)




Rab5:GTP

Rab5:GTP steady state concentrations versus k, ; Rab5:GFP intensity on endosome with radius r
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[Rink et al., 2005]



