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“From identification of NDD-related genes to therapy”
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Studying EHMT1 function
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Studying EHMT1 function using siRNAs
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EHMT1 in Golgi apparatus morphology
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Microtubule Plus-End Tracking Protein CLASP2 Regulates

Neuronal Polarity and Synaptic Function

Uwe Beffert, Gregory M. Dillon,* Josefa M. Sullivan,* Christine E. Stuart, James P. Gilbert, John A. Kambouris,

and Angela Ho

Department of Biology, Boston University, Boston, Massachusetts 02215
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EHMT1 in lysosomal system
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EHMT1 in lysosomal system
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Imbalanced autophagy causes synaptic deficits in a human model for
neurodevelopmental disorders
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Core regulations in intellectual disability
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* Most mutations affecting
synaptic functioning are
linked with cytoskeleton
regulation
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EHMT1 in cytoskeleton organization
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EHMT1 role in cell adhesion
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EHMT1 role in cell adhesion
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Cadherin-catenin adhesion complexes at the synapse
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i‘ frontiers _
in Molecular Neuroscience

Wnt/g-Catenin-Dependent Wnt/B-catenin gain of function WntIB-catenin loss of function
Transcription in Autism Spectrum
Disorders
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EHMT1 in centrosome functioning
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EHMT1 is required for migration
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Molecular Convergence of
Neurodevelopmental Disorders
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“Similar Cognitive Disorders phenotypes reflect functional
relationships between epigenetic cognitive genes”

ARTICLE

Molecular Convergence of Neurodevelopmental Disorders
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Research

I[dentification of a transcriptional signature found
in multiple models of ASD and related disorders

Samuel Thudium,'** Katherine Palozola, ' Eloise L'Her, ' and Erica Korb'*?
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Common cellular disruptions
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Conclusions and future direction

EHMT1 is necessary for Golgi structure

Downregulation of EHMT1 leads to lysosomes accumulation
Reduced levels of EHMT1 induce changes in cell adhesion
EHMT1 could has a role in centrosome functioning

EHMT1 depleted cells show reduced migration capacity

EHMT1 and CHDS8 could participe in common cellular processes
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