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D-07-02772
Testis-specific poly(A) polymerase (TPAP) is a cytoplasmic poly
(A) polymerase that is highly  expressed in round spermatids. We 
identified germ cell-specific gene 1 (GSG1) as a TPAP interaction 
partner protein using yeast two-hybrid and coimmunoprecipitation 
assays. Subcellular fractionation analysis showed that GSG1 is 
exclusively localized in the endoplasmic reticulum (ER) of mouse 
testis where TPAP is also present. In NIH3T3 cells cotransfected 
with TPAP and GSG1, both proteins colocalize in the ER. 
Moreover, expression of GSG1 stimulates TPAP targeting to the 
ER, suggesting that interactions between the two proteins lead to 
the redistribution of TPAP from the cytosol to the ER.

MINT-6168263:
Gsg1 (uniprotkb:Q8R1W2), TPAP (uniprotkb:Q9WVP6) and 
Calmegin (uniprotkb:P52194) colocalize (MI:0403) by 
cosedimentation (MI:0027)

MINT-6168204, MINT-6168178:
Gsg1 (uniprotkb:Q8R1W2) and TPAP (uniprotkb:Q9WVP6) 
colocalize (MI:0403) by fluorescence microscopy (MI:0416)

MINT-6167930:
Gsg1 (uniprotkb:Q8R1W2) physically interacts (MI:0218) with 
TPAP (uniprotkb:Q9WVP6) by two-hybrid (MI:0018)

http://mint.bio.uniroma2.it/mint/search/interaction.do?interactionAc=MINT-6168263
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Oncogene-induced senescence is characterized by the 
appearance of cells with a flat morphology 

that express senescence associated (SA)-β-Galactosidase. 

Indeed, control RASV12-arrested cells showed relatively 
high abundance of flat cells expressing SA-β-Galactosidase 
(Fig. 2 G and 2H). 

Consistent with the cell growth assay, very few cells 
showed senescent morphology 
when transduced with either miR-Vec-371&2, miR-3kd. 
Vec-373, or control p5Altogether, these data show that 

transduction with either miR-Vec-371&2 or miR-Vec-373 
prevents RASV12-induced growth arrest in primary human 
cells.
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Hypothesis 22: Intramembrenous Aβ dimer may be toxic.

Derived from: POSTAT_CONTRIBUTION(This essay explores the possibility 
that a fraction of these Abeta peptides never leave the membrane lipid bilayer 
after they are generated, but instead exert their toxic effects by competing 
with and compromising the functions of intramembranous segments of 
membrane-bound proteins that serve many critical functions.
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infrastructures, particularly over the World Wide Web, provide poor support for 

interpreting and analysing scholarly documents and literature

We describe an approach to modelling the perspective in which documents are 

embedded, based on researchers' claims about their own work, and those of others

C2

P1
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Fig. 2. Browsing a discussion in KonneXSALT

in regards to the claim in PUB1 and arguments it with its own claim C2. Finding
either of the claims in KonneXSALTwill result in the opportunity of browsing the
entire discussion, as shown in Fig. 2.

3.2 Linking Open Data

As the Semantic Web grows, the focus in R&D moves more and more from
producing semantic data towards the reuse of data. In this category we can also
fit approaches for solving one of the collateral aspects of producing semantic
data, i.e. replication. Different or overlapping aspects of the same data now exist
on the Semantic Web. The Linking Open Data4 initiative emerged from the
necessity of creating bridges between those data islands. We join this effort by
providing the means for linking publications in different environments. Fig. 3
depicts such an example, where the reader is advised to follow the links to
find more information on this publication. The same linking information is also
available as triples for reasoning purposes.

4 Background

As an intermediary step towards implementing the technical solutions to solve
the use-cases we have just outlined, we will now provide some background infor-
mation on the frameworks we use to achieve our goals and motivate our decisions.
We start with a short description of SALT, then emphasize the evolution of the
4 http://esw.w3.org/topic/SweoIG/TaskForces/CommunityProjects/
LinkingOpenData
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New ways of communicating science requires new ways of communicating! 
Conference registrants form a community - the website is their meeting place 

The physical conference is a synchronous manifestation of a subset of the community
The conference starts with the website and continues as long as the participants want it to

Others can participate through a virtual environment at other time/place


